recombinant clone carrying cry2Aa1 gene, were used as a standards for comparision.
144
Statistical analysis was done with ANOVA.
145

Results
146
Determination of presence of cry2 genes 147 i) Determination of presence of cry2 gene family and type genes using triplex PCR strategy 148 Native Bt isolates and Bt strains used as reference were screened for presence of cry2 product (set 1) and a set (set 2) of gene type specific primers (Table S3 ). In screening with (Table S3 ). These primer sets were seen to detect a greater number 168 of positive isolates as compared with the triplex PCR strategy (Table S1) positive in the cry2 family-specific screening with the primer set 3 (Fig. 1d, 1e , Table S1 , 171 S2).
172
In the cry2-type gene-specific screening with primer sets 4, 5 and 6, out of 56 positive
173
Bt isolates, 22 (39%) each, were positive for cry2Aa and cry2Ac-type genes, and 37 (66%)
174
were positive for cry2Ab-type genes. In Bt reference strains also, cry2Ab-type genes were 175 seen to be more prevalent with all 12 (100%) Bt strains positive for cry2Ab, while nine (75%)
176
were positive for cry2Aa and six (50%) positive for cry2Ac-type genes (Fig. 1f, 1g , 1h, SK-220, SK-222 and SK-229, Table S1 ) showed presence of both cry2Aa-and cry2Ab-type 206 genes in the triplex PCR (Table S6) . However, these isolates showed no amplification with 207 universal primer sets 4, 5 and 6 (Table S8) . Out of 11 Bt isolates from insects/ nematodes 208 infected soil, four (50%) isolates were positive for cry2 gene family (Table S1) 
177
